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Abstract

This study aimed to isolate and identify bacterial pathogens associated with mortality in farmed Siberian
sturgeon (Acipenser baerii) in Iran. Kidney samples were collected from 100 fish exhibiting abnormal
clinical signs, including anorexia, uncoordinated swimming, extensive skin lesions, petechial
hemorrhages, visceral congestion, swim bladder edema, and hydropericardium, from the provinces of
Fars, Khuzestan, Hormozgan, and Gilan. Bacterial cultures were prepared, purified isolates were
subjected to biochemical tests, and molecular identification was performed using universal primers
followed by sequencing. Phylogenetic analysis was conducted to determine the evolutionary
relationships of the isolates. The results revealed the presence of Lactococcus garvieae (2% isolation)
and Vagococcus fluvialis (6% isolation), reported for the first time in Siberian sturgeon in Iran. The L.
garvieae strain A2025 clustered with sequences from China, India, South Africa, and South Korea,
indicating high genetic similarity with global isolates. Likewise, V. fluvialis strain AV2 grouped with
sequences from Malawi, South Korea, Austria, and the United States. Overall, this study confirms the
presence of two pathogenic bacterial species in farmed Siberian sturgeon in Iran and provides a basis
for future research and management strategies in fish health.
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